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Dealing with SARS Covid-19 replicase complex: An ap-
proachable horizon for infection control
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Abstract

The Coronavirus Disease-2019 (COVID-19) epidemic caused by SARS-CoV-2 is spreading world-
wide and it poses major health threats to public health. It seems that understanding pathogen ge-
nome details during disease outbreaks provide crucial information leading to identification of novel
treatment goals.
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